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SEQUENCE LISTING 

(\) GENERAL INFORMATION: 

(i) APPLICANT: Ward, Elizabeth Sally 

{{ii) TITLE OF INVENTION: IMMUNOGLOBIN- LIKE DOMAINS WITH INCREASED 
HALF LIVES 

(iiV) NUMBER OF SEQUENCES: 25 

(iv\ CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: ARNOLD, WHITE & DURKEE 

(B) STREET: P.O. Box 4433 
^(C) CITY: Houston 

kD) STATE: Texas 

(E) COUNTRY: United States of America 
(^) ZIP : 77210 

(v) COMPUTER READABLE FORM; 

(A) \lEDIUM TYPE: Floppy disk 

(B) QOMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE : Patentln Release #1.0, Version #1.30 

(vi) CURRENT ^PPLICATION DATA: 

(A) APPLICATION NUMBER: US Unknown 

(B) FILINOi DATE: Concurrently Herewith 

(C) CLASSIFICATION: Unknown 

(viii) ATTORNEY / AGEI^T INFORMATION: 

(A) NAME: Kiqchell, Barbara S. 

(B) REGISTRATION NUMBER: 33,928 

(C) REFERENCE/ BROCKET NUMBER: UTSD:483 

(ix) TELECOMMUNICATIOr^NFORMATION: 

(A) TELEPHONE: (5^2) 418-3000 

(B) TELEFAX: ( 512 ) \474-7577 

(2) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS:^ 

(A) LENGTH: 33 base pairs) 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID n\: 1 : 
ATCACCATGG CCGGCAGACC GAAGGCTCCA CAG 



(2) INFORMATION FOR SEQ ID NO : 2 : 
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\(i) SEQUENCE CHARACTERISTICS : 
\ (A) LENGTH: 34 base pairs 

\ (B) TYPE: nucleic acid 
\ (C) STRANDEDNESS : single 
\ (D) TOPOLOGY: linear 

(xi) ^SEQUENCE DESCRIPTION: SEQ ID NO:2 

tacaggtgacVttaccagga GAGTGGGAGA GGCT 



(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 base pairs 

(B) TYPE: nucleic acid 

( C ) STRA^EDNESS : s ingl e 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 
ATCACCATGG CCGTGCCCAG GGATTGTGGT TG 



(2) INFORMATION FOR SEQ IE) NO : 4 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 31 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: lineaA 

(xi) SEQUENCE DESCRIPTION: S£Q ID NO : 4 
ATCAGGTGAC CTTGGTTTTG GAGATGGTTT 



(2) INFORMATION FOR SEQ ID NO : 5 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 
ATCACCATGG CCGAAGTATC ATCTGTCTTC ATC 



(2) INFORMATION FOR SEQ ID NO : 6 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 
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(D) TOPOLOGY: linear 
(xa) SEQUENCE DESCRIPTION: SEQ ID NO : 6 
TCTGGCTCCT CCGTGCT 

(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 35 base pairs 
(b\ TYPE: nucleic acid 

(C) \ STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 
ATCATCTAGA TTTTTTTGTT GGGGCCAAAT TTATG 

(2) INFORMATION FORySEQ ID NO : 8 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH :\ 3 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY :\ linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 8 
ATCACCATGG CCGGTAGGAT GCGCAGCGGT CTGCCAGCC 

(2) INFORMATION FOR SEQ ID NO : 9 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 4 baseYpairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear \ 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 9 
ATCAGTCGAC CTTGGAAGTG GGTGGAAAGG CATT 

(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 8 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : s ingl e 

(D) TOPOLOGY: linear 

(ix) FEATURE: 

(A) NAME /KEY : modif ied_base 



<B) LOCATION: 21.. 34 

(D) OTHER INFORMATION: /note= "N = A, G, C or T" 



(ix) FEATURE: 

(A) NAME / KEY : modif ied_base 

(B) LOCATION: 20 

(D) OTHER INFORMATION: /note= "S = G or C" 
(xi\ SEQUENCE DESCRIPTION: SEQ ID NO: 10: 
CAACACACCT GACCTTAGCS NNC AG SNNAA TSNNGAGC 
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(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 base pairs 

(B) TY^E: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ IJD NO: 11 
GTCACGTGTG TT 
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(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 19 base^ pairs 

(B) TYPE: nucleic aoid 

(C) STRANDEDNESS: sirigle 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SE£\ ID NO:12 
GCTCCTCCCG GGGTTGCGT 

(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ix) FEATURE: 

(A) NAME/KEY: modi f ied_base 

(B) LOCATION: 22.. 23 
(D) OTHER INFORMATION: /note= 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:13: 



CAGGAAGCTG ACCCCTGTGG GNN 
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) INFORMATION FOR SEQ ID NO: 14: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 23 base pairs 
<B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

<ix\ FEATURE: 

(A) NAME /KEY : modi f ied_base 

(B) LOCATION: 22. .23 

v(D) OTHER INFORMATION : /note= "N = A, G, C, or T" 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 
TTCCGTCTCA GG^CACTCCC CNN 23 

(2) INFORMATION FOR SEQ ID NO: 15: 



(i) SEQUENCE^ CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE\ nucleic acid 

(C) STRANDEDNESS : single 
<D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 

TCAGGAAGTG GCTGGAAAGG C!ATT 24 

(2) INFORMATION FOR SEQ ^ 'NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 baie pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: sVngle 

(D) TOPOLOGY: linear* 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:16: 
ATGGGGATGC CACTGCCCTG G \ 21 

(2) INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 17 
GGTGGTTGGC CAGGCCCCT \ 19 
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02) INFORMATION FOR SEQ ID NO: 18: 

\ (i) SEQUENCE CHARACTERISTICS: 
\ (A) LENGTH: 18 base pairs 

\ (B) TYPE: nucleic acid 

\ (C) STRANDEDNESS: single 
\ (D) TOPOLOGY: linear 

( xi )\ SEQUENCE DESCRIPTION: SEQ ID NO: 18 

CAGTATGGGC GTTGTGCA 



(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 

(A) \LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE\DESCRIPTION: SEQ ID NO: 19 
CTCAGTAGCG TGGTTGTGy 



(2) INFORMATION FOR SEQ ID NO: 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 base pairs 

(B) TYPE: nuclWc acid 

( C ) STRANDEDNESS : s ingle 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20 
CCCATCATGG CCCAGGACTG G \ 



(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTIC^: 

(A) LENGTH: 21 base paiNrs 

(B) TYPE: nucleic acid \ 

( C ) STRANDEDNES S : s ing 1 e\ 

( D) TOPOLOGY : 1 inear \ 

(xi) SEQUENCE DESCRIPTION: SEQ Id\tO:21 
CCAGTCCTGG GCCATGATGG G \ 



(2) INFORMATION FOR SEQ ID NO: 22: 
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(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 21 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
<D) TOPOLOGY: linear 

(xi) NSEQUENCE DESCRIPTION: SEQ ID NO: 22 

GGCCTGCACGXCGCACCATAC T 
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(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) DENGTH: 24 base pairs 

(B) T^>E: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23 
AGTATGGTGC GCGTGCAGGfc CCTC 
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(2) INFORMATION FOR SEQl ID NO: 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleiV acid 

( C ) STRANDEDNE S S:\ single 

(D) TOPOLOGY: lin^r 

(xi) SEQUENCE DESCRIPTION\ SEQ ID NO: 24 
AGTATGGTGT TGGTGCAG 
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(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID No\25 
CTGCACCAAC ACCATACT 
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